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Species | Genes gRNA Total SNP-free | Selection Marker
pergene | gRNAs

Targeting Technology
P P

Human 17,166 34,322 Puromycin &BFP
Mouse 20,430 2 40,860 NA Puromycin &BFP P P
Sub-Library Gene No.  Sub-Library Gene No. Sub-Library Gene No.
Apoptosis 384 Epigenetics 1947 P53 205
B Cell Activation 91 Extracellular Matrix 299 Phosphatase 284
Cell Adhesion 822 GPCR 400 T Cell Activation 204
Cytokine 94 Helicase 130 Tumor Suppressor 61
g:z::;?eisieptor ;?19 Lzrll-cs:irjrnel izz Tyr_osin_e Kinase 130
DNA Damage Response 495 Kinase 697 Ubiqutin Hydrolases s
DNA Repair 108 Nuclear Hormone 192 Ubiqutin Ligase 298

aa o HSANGERG/MSANGERG HSANGERP/MSANGERP HSANGERV/MSANGERV

K HRREZDERR #1E1BAY plasmid TE24AY Lentivirus particles

(@120 ul) (50ul/well @ 20ng/ul) (4 x50ul @ 1 x10 *6 particels/mi)
a0 FRANTEER 100% 7€ Fr iR 100% 7E Fr iR
DNA E£ P24 ELISA titer I €

SUNE: 1-24 tubes 1-24 tubes 1-24 tubes

TIER&E #A23 #5 & %6 &

Compatible CAS 9 Products Compound for increasing NHEJ efficiency

Cas9 plasmid CAS9P Brefeldin A B7651
Cas9-2A-GFP plasmid CAS9GFPP RS-1 R9782
Cas9-2A-RFP plasmid CASORFPP L755507 SML1362

CAS9 Protein CAS9PROT Anti-CRISPR/Cas9 (C-terminal) , Mouse MAb  SAB4200751
Cas9 mRNA CASOIMRNA Transfection: TransIT-CRISPR® T1706



